In the molecule of the title compound, C 21 H 17 N 3 O 2 , the 5,6-dihydrobenzimidazo[1,2-c]quinazoline moiety is disordered over two orientations about a pseudo-mirror plane, with a refined occupancy ratio of 0.863 (2):0.137 (2). The dihedral angles formed by the benzimidazole ring system and the benzene ring of the quinazoline group are 14.28 (5) 
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S1. Comment
The title compound ( Fig. 1 ), which features a cyclic structure instead of the planned imine C═N double bond of a Schiff base compound, was unexpectedly obtained by the reaction of 3-hydroxy-4-methoxy-benzaldehyde and 2-(2-aminophenyl)-1H-benzimidazole. In the molecule, the 5,6-dihydrobenzimidazo[1,2-c]quinazoline moiety has been found to be disordered over two sets of sites, with occupancy ratio of 0.863 (2):0.137 (2), related by a pseudo-mirror plane approximately parallel to the (1 0 1) plane. Within the disordered components, the dihedral angle between the benzimidazole ring and the benzene ring of the quinazoline group is 14.28 (5) and 4.7 (3)°, respectively. The molecular conformation is enforced by an intramolecular O-H···O hydrogen bond (Table 1) . In the crystal, molecules form chains parallel to the [1 0 -1] direction via O-H···N hydrogen bonds.
S2. Refinement
During the refinement of the disordered 5,6-dihydrobenzimidazo[1,2-c]quinazoline moiety DELU and SIMU restraints were applied. The phenolic hydrogen atom was located in a difference Fourier map and refined freely. All other H atoms were calculated geometrically and refined using a riding model, with C-H = 0.93-0.98 Å, N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (C) for methyl H atoms. A rotating model was used for the methyl group. Four outliers (-3 0 1, -7 0 1, 0 0 2, 0 0 6) were omitted in the last cycles of refinement.
S3. Synthesis and crystallization
3-Hydroxy-4-methoxy-benzaldehyde (5 mmol, 0.761 g) and 2-(2-aminophenyl)-1H-benzimidazole (5 mmol, 1.046 g)
were dissolved in ethanol in separate beakers, then the amine solution was added drop wise with stirring to the aldehyde solution in a round bottomed flask. The mixture was refluxed over 4h. 
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 30% probability level. (14) 0.0000 (8) 
